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[ Abstract |

Protein was the foundation of all life, and its function was closely related to its three-dimensional structure. The

structure information of proteins was crucial for the determination of drug targets and helped scientists to discover new drug targets ac-

cording to the structure homology between the protein targets and drugs. Therefore, the availability of protein crystal, which was the ba-

sis for its structure information and the drug design, had become an important field in life science. The latest research progresses of

protein crystallization technology and its application in the drug design were summarized in this review.
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